A Number of cell nuclei positive for ER only, PR only, or both were quantitated, and expressed as the percentage of total epithelial cell nuclei counted. B Mirror sections of normal human breast tissue stained using only ER (left) or only PR (right). Scale bars represent 50 μm. C Scatterplot depicting the relationship between hormone receptor status and age.
Boxplots of the proportions of (B) ER+ or (C) PR+ only expressing cells across the sample cohort.
Supplementary Figure 4:
A Heatmap representation of the set of 141 genes found to be correlated (Spearman Rank Correlation >= 0.5) with either ER (ESR1) or PR (PGR) in cancer or normal samples based on expression profiling of 48 NRs and 283 CoRs on TLDAs. The box outlines genes which are highly correlated with both ER and PR in cancer, but not in normal breast. B Ingenuity overlapping pathways analysis identified over-representation of 3 functional pathways.
.
Supplementary Figure 5:
Kaplan Meier plot of probability of survival where patient samples from tumors expressing high PR and low ER were stratified into low or high risk groups.
Supplementary Figure 6:
Representative images of two sets of mirror sections of normal human breast tissue stained sequentially using (A) PR (red) then ER (green), or (B) ER (red) then PR (green). 
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